Certificate of DNA analysis
Amazing Grace
Sample Code: PI
Nucleotide synthesis by : Bioneer, Korea
Database identification : National Centerfor Biotechnology Information (NCBI), USA
Nucleotide region : Internal transcribe spacer
Forward primer : ITS1(5’-TCCGTAGGTGAACCTGCGG-3")
Reverse primer : ITS4 (5’-TCCTCCGCTTATTGATATGC-3")
Nucleotide length : 686 bp.

Identify result : Phellinus igniarius (98.11%)
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Phellinus igniarius isolate FS656169 185 ribosomal RMA gene. partial sequence; internal franscribed spacer 1. 5.8... Phellinus igniarius 1194 1194  100% 0.0 93.11% 708 HMSE4809.1 I
Phellinus igniarius sirain 34014DRJ 185 ribosomal RMA gene. pariial sequence; intemal ranscribed spacer 1, 5.8... Phellinus igniarius 1170 1170 100% 00 9754% 721 MF7F32301.1
Phellinus cf. igniarius strain 34514bDRJ 185 ribosomal BRMNA gene. parial sequence: intemal franscribed spacer 1. ... Phellinus cf ignia... 1153 1153 100% 00 97.10% 721 MEF82302.1
Phellinus sp. isolate TMEF11 intemnal transcribed spacer 1, partial sequence; 5.85 ribosomal RMA gene and intern. .. Phellinus sp. 1144 1144 56% 00 98.04% 665 OLGT 1
Phellinus igniarius genomic DMNA sequence containg 185 rRMA gene ITS1. 5.85 BNA gene, 1TS2, 238 (RMA gen... Phellinus igniaius 1133 1133 97% 00 9719% 688 LNT14586.1
Phellinus igniarius sirain HAl 0785 155 ribosomal RNA gene. partial sequence: intemal franscribed spacer 1 and 5... Phellinus igniarius 1120 1120 99% 00 9637% 706 GQ253465.1
Phellinus igniarius var. frivialis strain CBS 512.63 internal franscribed spacer 1, 5.85 ribosomal RMA gene._and inte... Phellinus igniariu... 1120 1120 95% 0.0 9753% 669 AY553624.1




